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Nombre Secuencia (5’ → 3’) 

TRC45F AAA CCA TGG AGT CGA TGA AAG AAA C 

TRC45R GCG GTC GAC CCG TTT ATC CAG TAT ATC C 

45F-27a32 
CAA AAC CAA AGC TAC CTT GGC GGA AGC GGC GGC GGC GAT GAA 
GAC ACG AGA CCC 

45R-27a32 
GGG TCT CGT GTC TTC AGC GCC GCC GCC GCT TCC GCC AAG GTA 
GCT TTG GTT TTG 

45F-41a51 
CGA GAC CCT GTT CAG GCG CAG ATG AAA ACA CAG GTT AAA GAA 
GAT GCG ATC AAT CAG GCT GAG 

45R-41a51 
CTC AGC CTG ATT GAT CGC ATC TTC TTT AAC CTG TGT TTT CAT 
CTG CGC CTG AAC AGG GTC TCG 

45F-A44K CCT GTT CAG AAA CAG ATG AAA ACA CAG GTT AAA GAA GAT AAG 

45R-A44K CTT ATC TTC TTT AAC CTG TGT TTT CAT CTG TTT CTG AAC AGG 

45F-54y61 
GAA GAT AAG ATC AAT GCG GCT GAG ATG CAG AAG AGA GCG ACG 
CGT CAG CAC AAC 

45R-54y61 
GTT GTG CTG ACG CGT CGC TCT CTT CTG CAT CTC AGC CGC ATT 
GAT CTT ATC TTC 

MtL45P12Fw 
CGA ATA TTG CAG CTT CTC CAA AAT CTG GCA TGG ACA AAA CCA 
AAC CTA CCT TGG AGG AAA AG 

MtL45P12Rv 
CTT TTC CTC CAA GGT AGG TTT GGT TTT GTC CAT GCC AGA TTT 
TGG AGA AGC TGC AAT ATT CG 

MtL45P34Fw 
CTG TTC AGA AAC AGA TGC CTA CAC AGG TTA AAG AAG ATA AGA 
TCA ATC AAC CTG AGA TGC AGA AGA GAG 

MtL45P34Rv 
CTC TCT TCT GCA TCT CAG GTT GAT TGA TCT TAT CTT CTT TAA 
CCT GTG TAG GCA TCT GTT TCT GAA CAG 

M33LAPNonu-F 
AAA CCA TGG AGT CGA TGA AAG AAC CAG CTT CGA ATC CTG CAG 
CTT CTC C 

M33LAPNonu-R 
GGC GTC GAC TCA GGT TCC GGC TCC AGC CGC TTC TGG CAT GGC 
CGC GTT GTG CTG AGG CGT TTC TCT TGG CTG CAT CTC 

M33LAPNonu-R-no-ter 
GGC GTC GAC ACC GGT TCC GGC TCC AGC CGC TTC TGG CAT GGC 
CGC GTT GTG CTG AGG CGT TTC TCT TGG CTG CAT CTC 

SD26.Fw TAC CAT GGA GGA AAA GGC GGA G 

M430.Fw AAA CCA TGG CTA CAC AGG TTA AAG 

LEA4M57.Fw AAA CCA TGG AGA AGA GAG AAA CGC G 

H61RV GGT GGT GTC GAC TCA TTC TCT CTT CTG CAT CTC AG 

Moxo1.Rv GCG GTC GAC TTA CCC GGT GGC ACC ACC 

Moxo2.Rv GCG GTC GAC TTA CGG GTC GGT CAC AGC CG 

FwGap GAT GCA GAA GAG ATT AGG TTT GGG GAC GGC C 
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GapRv GCT GAG ATG CAG AAG AGA TTA GGT TTG GGG 

F43Gap CAG AAA CAG ATG TTA GGT TTG GGG ACG GCC 

Gap43R CCC TGT TCA GAA ACA GAT GTT AGG TTT GGG G 

TYB11NonuF 
GGT GGT GGT TGC TCT TCC AAC ATG GAG TCG ATG AAA GAA CCA 
GC 

TYB11NonuR 
GGT GGT GGT CCC GGG TCA GGT TCC GGC TCC AGC CGC TTC TGG 
C 

TRC4RC-F AAA CCA TGG CCG GTT TAG GTT TGG GGA C 

CLEA4H-R TTA TCC GGC TCC AGC CGC TCC TTT CAT GGC 

pTRC99a_R GCG TTC TGA TTT AAT CTG TAT CAG G 
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Proteína mutante 

Oligonucleótidos para  

el segmento A  

Oligonucleótidos para  

el segmento B 

Forward Reverse Forward Reverse 

LEA4-5-NT1 TRC45F 45R-27a32 45F-27a32 TRC45R 

LEA4-5-NT2 TRC45F 45R-41a51 45F-41a51 TRC45R 

LEA4-5-NT3 TRC45F 45R-A44K 45F-A44K TRC45R 

LEA4-5-NT4 TRC45F 45R-54y61 45F-54y61 TRC45R 

LEA4-5-NT2P TRC45F MtL45P34Rv MtL45P34Fw TRC45R 

LEA4-5-NT4P a TRC45F MtL45P12Rv MtL45P12Fw TRC45R 

LEA4-5-NT9P b TRC45F 
M33LAPNonu-R-

no-ter 

M33LAPNonu-F-

no-ter 
TRC45R 

LEA4-5Δ61-78 TRC45F GapRv FwGap TRC45R 

LEA4-5Δ44-78 TRC45F Gap43R F43Gap TRC45R 
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Proteína mutante Oligonucleótido Forward Oligonucleótido Reverse 

LEA4-526-158 SD26.Fw TRC45R 

LEA4-543-158 M430.Fw TRC45R 

LEA4-557-158 LEA4M57.Fw TRC45R 

LEA4-578-158 TRC4RC-F TRC45R 

LEA4-51-149 TRC45F Moxo1.Rv 

LEA4-51-125 TRC45F Moxo2.Rv 

LEA4-51-77 TRC45F CLEA4H-R 

LEA4-51-77(9P) 
a M33LAPNonu-F 

TYB11NonuF 

M33LAPNonu-R 

TYB11NonuR 
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Name 
# 

Residues 
M.W. (Da) 

Theoretical  

pI 

Neg. 

Residues 

(Asp + 

Glu) 

Pos. 

Residues 

(Arg + 

Lys) 

Aliphatic  

Index 

Grand Average 

of 

Hydropathicity 

(GRAVY) 

Net Charge 

Per Residue 

(NCPR) 

Kappa 

% of 

alpha 

helix 

residues 

(FELLS) 

% of 

disordered 

residues 

(MetaPredict) 

Pos. 

Residues 

(Arg + Lys 

+ Hys) 

LEA4-5 158 16161.84 9.22 15 18 46.46 -0.803 0.018987342 0.06 39.9 79.7 25 

LEA4-5-NT1 158 15931.58 9.3 13 16 48.99 -0.663 0.018987342 0.071 39.2 69.6 23 

LEA4-5-NT2 158 16104.74 8.93 15 17 47.09 -0.766 0.012658228 0.073 41.1 78.5 24 

LEA4-5-NT3 158 16218.94 9.4 15 19 45.82 -0.839 0.025316456 0.07 40.5 80.4 26 

LEA4-5-NT4 158 16046.75 9.43 14 18 47.72 -0.735 0.025316456 0.087 38.6 77.8 25 

LEA4-526-158 133 13608.94 9.05 12 14 45.56 -0.847 0.015037594 0.06 30.1 80.5 21 

LEA4-543-158 116 11568.58 8.22 8 9 45.52 -0.697 0.00862069 0.07 21.6 91.4 16 

LEA4-557-158 102 9982.78 8.31 6 7 43.14 -0.643 0.009803922 0.081 14.7 100 14 

LEA4-577-158 82 7844.44 7.02 3 3 47.56 -0.449 0 0.216 0 100 9 

LEA4-5Δ61-78 140 14379.92 9.26 13 16 48.86 -0.782 0.021428571 0.078 34.3 99.3 22 

LEA4-5Δ44-78 123 12380.65 9.05 10 12 48.46 -0.669 0.016260163 0.077 27.6 100 18 

LEA4-5-NT2P 158 16213.92 9.22 15 18 45.19 -0.846 0.018987342 0.06 32.3 100 25 

LEA4-5-NT4P 158 16265.99 9.22 15 18 43.92 -0.889 0.018987342 0.06 24.7 100 25 

LEA4-5-NT9P 158 16124.77 7.07 15 15 41.46 -0.885 0 0.069 7 100 22 

LEA4-51-77(9P) 77 8429.55 6.58 12 12 34.42 -1.314 0 0.061 29.9 100 13 

LEA4-51-77 77 8377.52 9 12 14 48.57 -1.003 0.025974026 0.047 87 37.7 15 

LEA4-51-149 149 15348.02 9.3 15 18 49.26 -0.811 0.020134228 0.06 42.3 78.5 25 

LEA4-51-125 125 13115.66 8.04 15 16 51.68 -0.826 0.008 0.051 51.2 74.4 21 
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Name A C D E F G H I K L M N P Q R S T V W Y 

LEA4-5 18 0 5 10 0 27 7 3 12 6 7 5 3 9 6 6 25 7 0 2 

LEA4-5-NT1 22 0 5 8 0 27 7 3 10 6 7 5 3 9 6 6 25 7 0 2 

LEA4-5-NT2 19 0 5 10 0 27 7 3 11 6 7 5 3 9 6 6 25 7 0 2 

LEA4-5-NT3 17 0 5 10 0 27 7 3 13 6 7 5 3 9 6 6 25 7 0 2 

LEA4-5-NT4 20 0 5 9 0 27 7 3 12 6 7 5 3 8 6 6 25 7 0 2 

LEA4-526-158 13 0 4 8 0 26 7 2 8 5 5 4 3 9 6 2 22 7 0 2 

LEA4-543-158 12 0 3 5 0 26 7 2 4 4 4 4 2 7 5 2 21 6 0 2 

LEA4-557-158 10 0 2 4 0 26 7 1 2 4 3 3 2 4 5 2 20 5 0 2 

LEA4-577-158 5 0 2 1 0 24 6 1 0 4 2 2 2 3 3 2 18 5 0 2 

LEA4-5Δ61-78 13 0 5 8 0 24 6 3 11 6 6 4 3 8 5 6 23 7 0 2 

LEA4-5Δ44-78 11 0 4 6 0 24 6 2 8 6 5 3 3 5 4 6 22 6 0 2 

LEA4-5-NT2P 16 0 5 10 0 27 7 3 12 6 7 5 5 9 6 6 25 7 0 2 

LEA4-5-NT4P 14 0 5 10 0 27 7 3 12 6 7 5 7 9 6 6 25 7 0 2 

LEA4-5-NT9P 14 0 5 10 0 27 7 2 10 6 7 5 12 9 5 6 24 7 0 2 

LEA4-51-77(9P) 9 0 3 9 0 3 1 1 10 2 6 3 10 6 2 4 6 2 0 0 

LEA4-51-77 16 0 3 9 0 3 1 2 11 2 6 3 1 6 3 2 7 2 0 0 

LEA4-51-149 18 0 5 10 0 22 7 3 12 6 7 5 3 9 6 6 23 7 0 0 

LEA4-51-125 16 0 5 10 0 14 5 2 12 6 7 3 3 9 4 6 17 6 0 0 
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